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As developers and primary users of MTI and MetaMap, Névéol et al.
made a number of interesting comments on our recent publication in
Bioinformatics. However, some of the results and conclusions found
in the reply seem premature and lack proper clarification.

1

TASK AND EVALUATION

In response to the methodological considerations, we emphasize that
in our paper we compare different MeSH classification systems on
two tasks: (i) reproducing manual MeSH recommendations (referred
to as indexing by Névéol et al.) and (ii) translating a textual query to
an additional MeSH representation (referred to as query expansion).
We show that the approach we propose works well on
both tasks and compare it to methods which serve a similar
purpose. Recommending indexing terms is clearly different from
automatically assigning of terms to citations and these two tasks
require different evaluation measures. Therefore, we would like to
re-emphasize that our evaluation of MTI measured its performance
as an automatic indexing system rather than a recommender tool.
Far from being ‘abstract performance scores’, the reported measures
simply indicate the performance of the task at hand.

2

EXPERIMENTAL RESULTS

We were surprised by the experimental results produced by Névéol
et al.. The difference in MetaMap results can be explained, the
other results reported in the letter require further investigation.
Nevertheless, we believe that the results provided by Névéol et al.
do in fact confirm our original conclusions.
The difference in MetaMap results could be attributed to a
different usage of the tool. We used MetaMap Transfer (MMTx)
(http://mmtx.nlm.nih.gov/), which offers a parameter1 to output
MeSH terms only, and we assumed this to be a valid way to
obtain MeSH terms from MetaMap. We suggest the removal of this
parameter if it should not be used.
Névéol et al. also report a difference in the MTI scores. We used
the secured web interface of MTI, with default settings to obtain
the results. After consulting the NLM on how to use MTI for this
evaluation, we submitted title, abstract and PMID for each Medline
record to the system.
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The results obtained with a re-implementation of our KNN
method are disappointing. We cannot judge the quality of this
implementation, but the results obtained for the PRC algorithm
strongly suggest that a mistake has been made. We find it unfortunate
that the authors did not contact us to sort out the difference and
promptly concluded ‘the results were difficult to reproduce’.
The reported results on PRC by Névéol et al. are interesting.
Again, the comment lacks implementation details, but it should
be noted that Névéol et al. refer to PRC as a ‘modified KNN’
system. We assume that the PRC algorithm is used similarly to our
language model IR system to obtain related citations, and that from
these related citations MeSH terms are suggested. Therefore, the
large difference between the two KNN approaches is surprising. In
any case, they only confirm our conclusion that a KNN method
‘clearly outperforms the other published approaches’. From this
perspective, Névéol et al.’s comments do not add much to the results
reported in our paper. Névéol et al. mainly manage to demonstrate
that another KNN system clearly outperforms MTI for the task at
hand, regardless of the MTI’s primary application and irrespective
of Névéol et al.’s lack of success in reproducing our KNN system.
In the concluding section, Névéol et al. briefly state that our results
‘did not confirm previous work in the field’ and we assume this refers
to the usefulness of MeSH for improving IR. Since the advent of
biomedical full-text retrieval systems, there has been an ongoing
debate whether domain-specific thesauri can be used to improve
retrieval performance. We strongly emphasize that the usefulness of
query expansion should always be considered within the context of
the retrieval model (see, e.g. Abdou and Savoy (2008)). We have
shown that in the context of language model IR, the contribution
of using query expansion seems to be related to the performance of
document indexing.
As a concluding remark, we mention that our KNN system is
available as a web service found at http://www.ebi.ac.uk/Rebholz
-srv/MeshUP/2 . Additionally, we offer assistance and expertise in
reproducing our system and other results.
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